
 

 

 

Supplemental Table 2. Differentially hypomethylated genes (N=78), included in the canonical pathways categorized by P value. 

Gene Symbol  Gene Denomination 
Chromosome Location &  

Number of CPG Islands 
Function P value 

CHGA Chromogranin A chr14:93389334-93389378 Regulation of insulin sensitivity 0.001 

GAS6 Growth arrest-specific 6 chr13:114537417-114537461 Obesity, inflammation, insulin resistance 0.001 

SLC2A8 Solute Carrier Family 2 Member 8 chr9:130158927-130158971 Facilitated glucose transporter 0.001 

LMF1 Lipase maturation factor 1 chr16:1021264-1021308 Maturation and transport of LPL 0.001 

MIDN Midnolin chr19:1248359-1248403 Regulation of glucokinase activity in  β-cells 0.001 

ONECUT1 One cut homeobox 1 chr15:53083696-53083751 Regulation of  β-cell differentiation 0.001 

CTRP1 C1q and tumor necrosis factor related protein 1 chr17:77020067-77020111 Regulation of glucose and lipid metabolism 0.001 

FABP5 Fatty acid binding protein 5 chr8:82192395-82192444 Lipid metabolism 0.001 

TM6SF2 Transmembrane 6 superfamily member 2 chr19:19384054-19384098 Lipoprotein metabolism 0.002 

ROBO4 Roundabout homolog 4 chr11:124767951-124768010 Regulation of vascular permeability  0.003 

TRAF2 TNF receptor-associated factor 2 chr9:139780737-139780781 Regulation of glucose metabolism 0.004 

DNAI2 Dynein axonemal intermediate chain 2 chr17:72270236-72270291 Cilium biogenesis 0.005 

PDZRN3 PDZ domain containing ring finger 3 chr3:73674097-73674141 Regulation of adipogenesis 0.006 

AFTPH Aftiphilin chr2:64751229-64751277 Regulation of membrane trafficking 0.009 

MFF Mitochondrial fission factor chr2:228190417-228190466 Mitochondrial and peroxisomal fission 0.009 

EFNA5 Ephrin A5 chr5:107009315-107009363 Regulation of myogenesis 0.01 

C7orf64 Chromosome 7 open reading frame 64 chr7:92158038-92158087 Transcription regulation 0.01 

DDX17 DEAD-Box Helicase 17 chr22:38902689-38902748 Transcription regulation 0.01 

PPP4R4 Protein phosphatase 4, regulatory subunit 4 chr14:94639950-94640009 Protein phosphatase regulator activity 0.01 

ZNF7 Zinc finger protein 7 chr8:146052131-146052175 Nucleic acid binding 0.01 

RPL37 Ribosomal protein L37 chr5:40835536-40835581 rRNA processing 0.01 

GPR4 G protein-coupled receptor 4 chr19:46110553-46110597 Regulation of glucose metabolism 0.01 

FAM19A5 Chemokine-Like Protein TAFA-5 chr22:48885014-48885058 Neurokine 0.01 

PCDHB2 Protocadherin beta 2 chr5:140464300-140464359 Cell-adhesion 0.01 

HBP1 HMG-box transcription factor 1 chr7:106809027-106809082 Transcription regulation 0.01 

ETV3 Ets variant 3 chr1:157108778-157108835 Macrophage differentiation 0.02 

ZNF132 Zinc finger protein 132 chr19:58951672-58951719 Transcription regulation 0.02 

ILK Integrin-linked kinase chr11:6625080-6625124 Glucose metabolism 0.02 

EOMES Eomesodermin chr3:27770192-27770251 Transcription regulation 0.02 

CRYBA2 Crystallin beta A2 chr2:219861297-219861341 Structural constituent of eye lens 0.02 

EN2 Engrailed homeobox 2 chr7:155246620-155246664 Neural development 0.02 

SLC22A15 Solute carrier family 22 member 15 chr1:116518896-116518955 Transmembrane transporter activity 0.02 

UTP11L UTP11-like, U3 small nucleolar ribonucleoprotein (yeast) chr1:38478217-38478276 rRNA processing 0.02 

ZNF558 Zinc finger protein 558 chr19:8943025-8943069 Nucleic acid binding 0.02 

RTN4 Reticulon 4  chr2:55276790-55276834 Neurite growth regulation 0.02 
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ZNF462 Zinc finger protein 462 chr9:109622935-109622994 Nucleic acid binding 0.02 

FGD5 FYVE, RhoGEF and PH domain containing 5 chr3:14852531-14852575 Regulation of actin cytoskeleton 0.02 

C3orf31 Chromosome 3 open reading frame 31 chr3:11888557-11888616 Mitochondrial protein stabilization 0.03 

TERC Telomerase RNA component chr3:169483055-169483112 Telomerase subunit 0.03 

ZFHX4 Zinc finger homeobox 4 chr8:77585450-77585507 Transcription regulation 0.03 

BOD1L Biorientation of chromosomes in cell division 1-like chr4:13629701-13629759 Regulation of DNA replication 0.03 

KCNC3 Potassium Voltage-Gated Channel Subfamily C Member 3 chr19:50833947-50833995 Neuron repolarization 0.03 

NEUROG2 Neurogenin 2 chr4:113437581-113437637 Transcription regulation 0.03 

JDP2 Jun dimerization protein 2 chr14:75895163-75895207 Regulation of transcription 0.03 

RNF4 Ring finger protein 4 chr4:2470324-2470368 Transcription regulation 0.03 

JOSD1 Josephin domain containing 1 chr22:39097043-39097087 Protein metabolism 0.03 

SLCO4A1 Solute Carrier Organic Anion Transporter Family Member 4A1 chr20:61273225-61273272 Na
+
-independent transport of organic anions 0.03 

UTF1 Undifferentiated embryonic cell transcription factor 1 chr10:135040114-135040158 Transcription regulation 0.03 

MICAL2 Molecule Interacting With CasL Protein 2 chr11:12131784-12131828 Cytoskeletal dynamics 0.03 

ELOVL5 ELOVL Fatty Acid Elongase 5 chr6:53213950-53214000 Fatty acyl-CoA biosynthesis 0.03 

NPAS3 Neuronal PAS domain protein 3 chr14:33402035-33402094 Neurogenesis regulation 0.03 

TSSC4 Tumor suppressing subtransferable candidate 4 chr11:2421723-2421768 Tumor suppressor 0.04 

SUGT1 SGT1, suppressor of G2 allele of SKP1 (S. cerevisiae) chr13:53226426-53226473 Immune response 0.04 

MGAT5B Glucosaminyltransferase, Isozyme B chr17:74866495-74866539 Synthesis of cell surface N-glycans 0.04 

SLC30A9 Solute carrier family 30 member 9 chr4:41992072-41992129 Zinc transporter, transcription factor activity 0.04 

CLSTN1 Calsyntenin 1 chr1:9884575-9884619 Regulation of membrane trafficking 0.04 

CRTAP Cartilage associated protein chr3:33155220-33155279 Extracellular matrix maintenance 0.04 

MIR1179 MicroRNA 1179 chr15:89148116-89148160 Post-transcriptional regulation 0.04 

GAD1 Glutamate decarboxylase 1 chr2:171672478-171672537 Synthesis of γ-aminobutiric acid (GABA) 0.04 

PPP1R13B Protein phosphatase 1, regulatory (inhibitor) subunit 13B chr14:104314467-104314511 Regulation of apoptosis 0.04 

MIPOL1 Mirror-image polydactyly 1 chr14:37666854-37666910 Tumor suppressor 0.04 

UBE2F Ubiquitin-conjugating enzyme E2F (putative) chr2:238875551-238875608 Immune response 0.04 

TAF4 TATA-Box Binding Protein Associated Factor 4 chr20:60641061-60641105 Transcription regulation 0.04 

ETV7 Ets variant 7 chr6:36355847-36355891 Transcription regulation 0.04 

ZNF141 Zinc finger protein 141 chr4:330112-330161 Tumor suppressor 0.04 

CLIC6 Chloride intracellular channel 6 chr21:36041429-36041473 Regulation of ion transport 0.04 

FAM155A Family with sequence similarity 155, member A chr13:108520032-108520091 Unknown 0.04 

TMEM38A Transmembrane protein 38ª chr19:16771597-16771641 Potassium counter-ion channel 0.04 

TEX264 Testis expressed 264 chr3:51705020-51705064 Unknown 0.04 

LONRF1 LON peptidase N-terminal domain and ring finger 1 chr8:12613565-12613621 Immune response 0.04 

GNB1 Guanine nucleotide binding protein (G protein), beta polypeptide 1 chr1:1822651-1822695 Cell Signaling 0.04 

ASPH Aspartate beta-hydroxylase chr8:62627521-62627569 Calcium homeostasis 0.04 

KIAA0513 KIAA0513 chr16:85061314-85061358 Unknown 0.04 

DUSP7 Dual specificity phosphatase 7 chr3:52091590-52091634 Cell signaling 0.04 

FAM111B Family with sequence similarity 111, member B chr11:58869769-58869823 Unknown 0.04 
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INSRR Insulin receptor-related receptor chr1:156829403-156829447 Cell signaling 0.04 

ZZZ3 Zinc finger, ZZ-type containing 3 chr1:78148536-78148595 Chromatin organization 0.04 

IL17RD Interleukin 17 receptor D chr3:57204303-57204348 Cell signaling 0.04 
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